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Abstract: Genetic diversity of 134 individuals from 6 natural populations of Primula merrilliana, an endangered and en- 
demic species in Anhui province, was assessed using RAPD markers . A total of 158 amplified bands were evaluated fron 
12 informative and reliable primers screened from 100 RAPD primers, and 129 bands were polymorphic loci ( PPL) . Anal- 
ysis with POPGENE showed a high proportion of genetic variation ( PPL = 81.65% , H, 20.2515, H, =0.3849) for 
Primula merrilliana . Analyzed by Nei s gene diversity index, the coefficient of the genetic differentiation ( Gs; ) was 
0.5511, which was consistent with Shannon information index (54.48% ) . The main factors responsible for the high degree 
of genetic differentiation among populations may result from habitat fragmentation and barriers of gene flow . The pattern of 
genetic variation provides important data and valuable information for the conservation strategies of Primula merrilliana , 
such as protecting their natural habitats and existing populations and individuals, improving the gene flow among popula- 
tions, and sampling within more populations during ex situ conservation . 
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Fig.1 Map showing locations of the 6 sampled populations 


of Primula merrilliana Schltr . in Anhui 
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Table 1 Sources and names of the materials investigated 
















































































































































































































































































Population ne Locality Geographical location pee 

number (m) 

(LD) 22 Wild field of Liudu town, Shitai county 30 19.274 N, 117 50.598 E 171 
(PLD) 24 Scenic spots of Penglaidong, Shitai county 30 14.076 N, 117°02.512 E 99 

(QYS) 28 Qiyun mountain, Xiuning county 2948.908 N, 118°02.273 E 165 

(GC) 17 Yanzi village, Guocun town, Xiuning county 3007.385 N, 11756.74! E 255 

(THF) 21 Taohua peak, Scenic spots of Hotspring, Huangshan | 30*06.088 N, 118°09.830 E 712 

(TJQ) 22 Tanjiaqiao, Huangshan region, Tunxi city 3006.167 N, 118°10.106 E 303 
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Table 2 Sequences of 12 random primers used in RAPD analysis 
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732 | CACCCACCAC 13 10 76.92 
733 GGGAAGGGAG 13 10 76.92 
743 | CCACCCACAC 13 10 76.92 
744 CCACCCACCA 15 13 86.67 
749 | GGGAGGAGAG 13 9 69.23 
756 | CCCICCICCT 14 12 85.71 
764 | CICICCICCC 9 8 88.89 
776 CTICCCTCCT 17 14 82.35 
780 CCTCTICCIC 9 8 88.89 
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Fig .2 Amplification with primer 733 in LD and PLD population 


1-22, LD population; 23-46, PLD population; M, 


DNA ladder molecular weight marker DL2000 
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Table 3 Genetic diversity of Primula merrilliana Populations 






























































































































































(LD) 1.3861 (0.4884) 1.1606 (0.2999) 
(PLD) 1.3481 (0.4779) 1.1741 (0.3131) 
(QYS ) 1.5253 (0.5009) 1.2198 (0.3191) 

(GC) 1.4367 (0.4976) 1.1739 (0.2824) 
(THF) 1.3671 (0.4835) 1.1682 (0.3036) 
(TJQ) 1.4557 (0.4996) 1.2119 (0.3307) 

(mean) 1.4198 (0.0660) 1.1848 (0.0247) 
1.8165 (0.3883) 1.4132 (0.3351) 


















































































































































Population (A,) (A, ) 


Nei’ s Shannon 

( A.) (A, ) ( PPL) 
0.0971 (0.1628) 0.1521 (0.2358) 38.61 
0.1035 (0.1709) 0.1584 (0.2479) 34.81 
0.1353 (0.1750) 0.2123 (0.2527) 52.53 
0.1107 (0.1590) 0.1766 (0.2348) 43.67 
0.1010 (0.1681) 0.1558 (0.2438) 36.71 
0.1268 (0.1792) 0.1958 (0.2578) 45.57 
0.1124 (0.0157) 0.1752 (0.0245) 41.98 
0.2515 (0.1765) 0.3849 (0.2456) 81.65 


A,, observed number of alleles; A,, effective number of alleles; H,, Nei s gene diversity index; H,, Shannon s information index; PPL, percentage of 


polymorphic loci . 
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Table 4 Genetic identity and genetic distance among 6 


populations of Primula merrilliana Schltr . 


pop ID LD PLD QYS GC THF TJQ 


LD **** 0,7178 0.8887 0.8227 0.8479  Á 0.8351 
PLD 0.3316 **** 0.7315 0.6841 0.7084 0.7092 
QYS 0.1180 0.3127 **** 0.8730 0.8801 0.8723 
GC 0.1952 0.3797 0.1359 **** (0.8608 0.8601 
THF 0.1650 0.3448 4.0.1277 0.1499 **** 0.9149 
TJQ 0.1802 0.3436 0.1367 0.1508 0.0890 **** 
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